
Detect residual disease early.  
Treat with confidence.

Personalized and tumor-informed ctDNA monitoring and MRD assessment 

Surveillance 
Program
Use Signatera 
alongside CEA to 
detect recurrence 
earlier while it may  
still be resectable, and 
reduce false positives

Medicare  
draft 

coverage*
  

*Medicare draft coverage for Surveillance Program: 
Stage II-III colorectal cancer patients

Use Signatera after 
surgery to evaluate 
the need for adjuvant 
chemotherapy and 
avoid unnecessary 
treatment 

MRD 
Program

*Medicare draft coverage for MRD Program: Stage II-III 
colon cancer and Stage IIA rectal cancer patients



•   	Each patient gets a personalized custom-built assay to reflect their unique tumor

•   	Signatera targets 16 tumor-derived variants for each patient

•   	Clonal mutations are selected that occured early and persist throughout tumor evolution

Clonal/truncal

Sub-clonal/branch

TUMOR MUTATION
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Adjuvant treatment window

MRD Program

Treatment decision 
based on risk 
assessment5

Signatera  
validated with  
high PPV  
and NPV1

Signatera 
status is the 
only significant
predictor of risk

PPV: Postive Predictive Value  
NPV: Negative Predictive Value

Evaluate the need for adjuvant chemotherapy after surgery to avoid unnecessary treatment
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*Medicare draft coverage for MRD Program: Stage II-III colon cancer and Stage IIA rectal cancer patients

MRD Program (first 6 months)

Series of assays in the adjuvant window
Medicare 

draft 
coverage*

  



Surveillance Program

Serial testing with same frequency as CEA

Significant lead time over CT and CEA

88%

Speci�citySensitivity
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Surveillance Program (after 6 months)

*Patient-level specificity 98%. Test-level specificity 99.7%.

Determine response to treatment earlier than previously possible

Actionable results5

>97% of patients will relapse without treatment

Consider directed imaging (PET/MRI) 
to locate the disease while potentially 
resectable

12-14% patients will relapse. Patients who 
remain negative 2 years post treatment have 
risk reduced to 3%.

Continue monitoring with reassurance

Detect recurrence while it may be resectable, and triage indeterminate nodules

Signatera is more accurate than CEA with  
fewer false positives1,9,10

Signatera detects recurrence 
earlier than CT imaging1

Average lead time vs CT

Maximum lead time vs CT

8.7 months

16.5 months

ctDNA         High risk ctDNA         Reduced risk

*Medicare draft coverage for Surveillance Program: Stage II-III colorectal cancer patients
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Personalized monitoring and MRD 
assessment across solid tumors 

How Signatera works
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100% sensitivity to relapse
Average lead time 2.8 mos
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89% sensitivity to relapse
Average lead time 9.5 mos
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Colon1

88% sensitivity to relapse
Average lead time 8.7 mos

The personalized and tumor informed approach

Signatera validated across tumor types
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Clonal/truncal

Sub-clonal/branch

Sequence tumor tissue to 
identify unique signature of 
tumor mutations

Custom design and manufacture 
personalized mPCR assay for 
each patient, targeting the top 16
clonal mutations found in tumor

Use personalized assay to test
patient’s blood for presence of
circulating tumor DNA (ctDNA)
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